Neighbor Joining Trees of gene families residing on other
chromosomes.
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Phylogenetic tree of WDR62 family:
Neighbor-Joining tree of the WDR62 family members. Uncorrected p-distance was used. Complete-deletion option was used.

Numbers on branches represent bootstrap values (based on 1000 replications) supporting that branch; only the values >50% are
presented here. Scale bar shows amino acid substitution per site.



